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1. 3araabna indopmaunin/General information

Ipoekr / Project

1. Hasea: ®inoreHeTuunuil aHazis 30VIHMKIB ocobauBO HebedneuHHx XBopoO
nTuui (Orthomyxoviruses) B YKpalHl Ta BUBYEHHS iX 3B A3KIB 30 30YAHHKAMH 3
€ sponeiicbkoro Cowosy.

Koa aepxaBhoi Kaacngirauil. PyOpukatop HaykoBo-texsiunol indopmauii JIK
022:2008: 68.41 32 BertepuHapsa Bipycoiorid 1a 68.41.53 [ndekuiitn xsopodu
rBapuH. Enizooronoris

VK 619:616.98-036.22-07:578.832:577.2.08:[636.5+598.2](4).

Title: Phylogenetic analysis of emerging avian pathogens (Orthomyvxoviruses)
found in Ukraine and their connection with findings in the European Union.

2. Merta i rany3b 10CJaiTAeHHA: NPOBECTH CEKBEHYBaHHA. diloreHeTHYHMI aHai3
Ta  BCTAHOBHTH  MOICKV.ISPHO-FEHETHYH!  OCODIMBOCTI  €MEepIKEHTHHX
OTPOMIKCOBIpPYCIB NTHUI. SKI UMPK).IOKTh CEpeil AMKMX [1axiB B YKpaiHL
Ilpoekt BIAHOCHMTBECS 10 BeTepMHAPHOI Me1MLMHM, DIOTEXHOMOTIT Ta HayKOBUX
noc1ikeHb B FA1y31 OXOPOHH 310pOB 4.

Aims and field of the project: The sequencing and phylogenetic analysis of

especial dangerous pathogens of avian diseases (Orthonnxoviruses) that circulate

among wild birds in Ukraine will be carried out. The project refers to veterinary |

medicine. biotechnology. One Health.

Project leader (first Muzyka Denys
and last name) |

MapTHepn l Ykpaina Himeuyuynna
Partners ; Ukraine Germany
1. Kepisuuk (IT1B) | My3uka Jlenunc Bacuisosuy Anne Pohlmann

2. Tlocana Ta | 3aBlayvBau BLL1IAY BHBuYeHHs xBopoO | Head of the Laboratory for
IBAHHA NTHUI. JOKTOp BeTepHHapHuX Hayk. | Blocuration. Senior
Position | CTAPLIMH HAYKOBHI CIIIBPODITHHK Scientist. Dr. rer.nat.

Head of Department of Avian Diseases. | (Microbiology)
| Ph.D.. Doctor of Science

|




2.2. Phylogenetic analysis

3. Studies of biological features of selected viruses (definition of pathogenicity of HS, H7
and H9 viruses on chickens) on the hasis of sequence-based prediction.

4. Testing and comparison of various orthomyxovirus sequencing methods including fast
fieldable sequencing methods.

Equipment for studies.

The Department of avian diseases consists of three offices and seven special rooms for
reagents’ preparation. virological. serological and immunological studies. as well as for
utilization of infected materials. The department has all necessary equipment for virological and
serological studies. waste utilization and has biosafety conditions according to BLS 2+ level with
pressure difference.

Materials and reagents.

Following reagents for sampling of biological material are necessary for project’s
implementation: dry components and salts for buffers. media for transportation of biological
material and liquid nitrogen). Chicken embryonated eggs will necessary for virological studies,
as well as RNA extraction kits. mastermixes tor PCR and primers). Disposals will also necessary
(cryovials for transportation. applicators for sampling. plastic tubes for the extraction of nucleic
acids and PCR. plastic for virological studies. syringes. serological and PCR plates et al.).

5. OuikyBauni pesyabtatu (20 1 cropiukn) / Results expected to be
achieved (up to 1 page)

B pesyabrari peatizauil npoekty B YKpaini Gy1e oTpuMaHa akTyansHa 1H(popMaLiio 1oL
LIHPKYIALIT OPTOMIKCOBIpYCIB B MPHPOIHOMY pe3epByapi (IMKHX Ka4yok). BUABICHI HOBi BipycH
3  HOBHMM AHTHTEeHHHMH XapakTepHCTHKAMH. 3a  pe3yiIbTaTaMH  CeKBEHYBaHHA Ta
GUIOTEHETHYHOTO aHATI3V apXiBHHUX OPTOMIKCOBIpVCIB., AKI 30epiraiorscs 8 komexuil HHLI
«l[EKBM» 6vze otpuMana iHdopMmalis 1010 NOXOKEHHS Ta (DIIOrEHETHYHUX 3B A3KIB
VKpaiHchbKMX opTomikcoBipycis nuatHnie HI-H16. Takox Oyayre BuBuYeH! OlOMOTIYHI
BIACTHBOCT] NOTEHUIAHO HeOeNeyHHUX BipyCis. BHIHAYEHA MATOreHHICTL Ans nram. byayrs
OTPHUMAaHI pe3ynbTaTH MOPIBHATLHMN JOCILTKEHbL BIPVCIB. AKI IMpKYTIOBaTH B Ykpaiui Ta
€Bponi cepel JAMKUX MTaxiB B MONEpelH! POKH Ta CYHACHHX BIPYCIB. a4 TAKOXK BH3IHAYEHO X
CTYNIHB CHOPLAHEHOCTI. Takok B paMKax peasiizaull npoekty OyJe NpoBejeHO NOpiBHAILHI
JOCTIKEHHA PI3HHX METOIIB CCKBEHYBAHHAOPTOMIKCOBIDYCIB Ta BH3HAYEHO ONTHMAIbHI
MeToau TpaHcnopTysannsa PHK 178 cexpenyBaHHam,

Kpim Toro 8 pamkax peaiisauli uboro mpoekty Oyle HalarokeHa HayKoBa CriBMpaus
MiX HayKoBusMu YKpaiHd 1a HiMe4uuHH B raiiy3l BerepHHApHO! MEIWUHHH Ta BHBYEHHH
xBopo0 nTHUl. YKpalHCbKI BY€H] OTPUMAIOTH NPAKTHYHI HABMYKH 3 (DIIOIEHETHYHOIO aHalily Ta
03HaHOMIATBLCA 3 CYYACHHMH METOIHKaMH J10CTIKeHb. AKI BUKOpUCTOBYIOThCA B HimMeuuun.
3a pe3ysnbTaTaMH CNIJbHMX J0CTLIAKEHb OY1yTh MIArOTOBICHI CTATI Y HAYKOBHX PELEH30BAHHX
BHAHHAX.

As a result of project’s implementation in Ukraine. current information about the
circulation of Orthomyxoviruses in natural reservoir (in wild ducks) will be obtained as well as
new viruses with new antigenic characteristics will be found. As a result of sequencing and
phylogenetic analysis of archival Orthomyxoviruses stored in NSC “IECVM™ collection. the
data about their origin and phylogenetic relations of Ukrainian H1-H16 Orthomyxoviruses will
be obtained. Furthermore. biological features of potentially dangerous viruses will be studied and
their pathogenicity for birds will be defined. The sequence data of viruses which circulated in
Ukraine in previous years and contemporary viruses will be compared to data from wild birds
and outbreaks in poultry farms in Europe as well as the level of their identity will be determined.



